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Correction: Mol Hortic 5, 4 (2025)
https://doi.org/10.1186/s43897-024-00123-1

Following publication of the original article (Yu et al.
2025), the authors reported an error in authorship, where
Xiaohong Yao should be marked as a corresponding
author.

The full list of authors is corrected from:

Xiaofen Yu?, Minghao Qu'?, Pan Wu!, Miao Zhou'?,
Enhui Lai'?, Huan Liu™, Sumin Guo', Shan Li', Xiao-
hong Yao! and Lei Gao'?’
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The original article can be found online at https://doi.org/10.1186/s43897-
024-00123-1.
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The original article (Yu et al. 2025) has been updated.
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